Brickworx builds recurrent RNA/DNA structural motifs into medium and low-resolution electron density maps Supplementary figures and data Definition 1 Let P be a set of n points in Euclidean 3-dimensional space R 3 . The C(n) is the maximum possible number of pairs of points in P with distance exactly 1.
protein-DNA complexes

protein-RNA complexes
The exact formula for C(n) is not known, however there exists some nontrivial bounds.
There are constructions of set P such that there are at least n 4/3 log log n pairs of points with distance 1.
And it can be proved that there are at most n 3/2 of such pairs.
Please note, that theorems 1 and 2 consider worst-case-scenario or specially crafted data. For set of points that usually appear in the data the number of pairs with distance 1 seems to be sub-linear. • computation of the transformation takes O(1) time since we transform sets of 3 points.
• Obtaining M and localization of its neighbours can be done in O(|M | · max( |M |, log |P |)). Table S2 : Validation of Lysine riboswitch (PDB: 3d0u) models built using various methods. The reference structure contains 161 RNA nucleotides in total.
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